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The Evaluation of Performance for Detecting
Pathogenic Microorganisms in FEPAS Proficiency
Test in 2015

YU-TING WANG, TSUI-PING HUANG, TZU-YI-TU, CHUNG-TING HSU,
SHING-EN YSAI MEI-AN SU, TSUNG-YEN LIU, CHE-YANG LIN,
HSU-YANG LIN, YUEH-JONG CHUNG,
HSIU-KUAN CHOU AND HWEI-FANG CHENG

Division of Research and Analysis, TFDA

ABSTRACT

For the purpose of food safety management, TFDA participates in accredited laboratory
proficiency tests (PT) organized by well-known international institutions to evaluate the performance
of personnel working in microbiological detection and analysis annually. In 2015, TFDA participated
in food microbiological trials of FEPAS proficiency test program conducted by the UK Central Science
Laboratory. In the trial of unknown target microorganisms, FEPAS PT program simulated the scenarios
of a food poisoning case in which the symptoms of diarrhea, fever, abdominal pain were found in the
latency of 12 - 72 hours. The test sample “spicy beef and rice meals” was provided for each participant
to determine the trigger agent causing food-poisoning symptoms and other microorganisms also present
in the test sample. TFDA developed a strategy for analyzing unknown microorganisms, in which
traditional culture, biochemical identification, nucleic acid analysis and proteomic technology were
combined for multi-check the species and features of microorganisms found. Within the limited time,
TFDA successfully identified Salmonella spp., Pseudomonas aeruginosa and Staphylococcus epidermidis
from the test sample, and convicted Salmonella spp. as the major trigger agent. A total of 12 laboratories
participated in this PT program, and six of them determined “Salmonella spp.” was the causing agent
of this food poisoning case. However, only TFDA accurately identified all 3 inoculated pathogens and

displayed the professional ability in detecting unknown microorganisms.

Key words: unknown food poisoning microorganisms, proficiency test.





